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An Analysis on Grain Proteome Map of
Rice under Nutrition Deficient Stress
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Abstract: In order to reveal proteomic changes in rice grains under nutrition deficient stress ,the protein
expression profile of rice grain under nutrition deficient stress was studied by using the approach of plant pro—
teomics. Rice was cultured with pure water and normal nutrient solution at the late development stage. The
grain proteins were extracted from mature rice and investigated by 2-DE. 2 maps were obtained and analyzed
by Imagemaster 2D Elite 5. 0. Software quantification showed that 10 proteins’ expression abundance changed
in response to nutrient stress. Protein is the carrier of cell function and significantly influenced by the variation
of cell function or intercellular environment, therefore, the cause of the above protein changes should be relat—
ed to the development of rice grain under nutrition deficient stress.
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Tab.1 Root activity
R Z 1% 71 Root activity
AL'\}E Sn Sn Sn
. 0 i 51 %2 8 %3 8 4
reatments
The zero week The first week  The second week The third week  The forth week
AT
s 0.168 0.163 0.158 0.152 0.143
Cultured with total nutrient solution
Al KI5
ks 0. 166 0.187 0.153 0.128 0.101

Cultured with pure water
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Tab.2 Chlorophyll content

2g & & SPAD

Ab
T %08 B 28 %3 %48
reatments
The zero week The first week  The second week The third week  The forth week
R
ERFRAT 45.6 45.5 46.8 46.7 44.3
Cultured with total nutrient solution
ali 7K 15
A 45.5 45.1 44.4 41.8 38.6

Cultured with pure water
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Tab.3 Approximate molecular weight and Tab.4 Expression abundance ( intensity of spots)
Isoelectric point of differential protein spots of differential protein spots in rice grain

%5 4y FH/kDa L ETRe) AR P Treatments
Number  Molecular weight  Isoelectric point Number b b,
1 55 4.71 1 27.9 55.7
2 54 5.04 2 0 71.6
3 45 4.59 3 0 91.2
4 44 4.32 4 0 58.0
5 61 8.62 5 0 99.5
6 32 5.20 6 93.2 113.0
7 30 4.57 7 124.0 36.8
8 29 5.07 8 124.0 29.2
9 24 7.02 9 98.6 17.0
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b A E IR IR K FFFRL 2D HE UK L35 b B SR IMRE T B SR AR RRFPRL 2D HLUK AT
b:2 — DE maps of proteomes in rice grain which has cultured with total nutrient solution; b,: 2 — DE maps of proteomes in

rice grain which has cultured with pure water.
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Fig. 1 2 - DE maps of proteomes in rice grain
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Fig.2 Some differential expression protein spots in rice grain
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Fig.3 The 3D of some differential expression protein spots in rice grain
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