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Bioinformatics Analysis of Bovine ANGPTIA Gene Structure and Function
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AbstractZANGPTIA gene in cattle was investigated. By means of bioinformatics analysis its encoding pro—
tein was analyzed including its structure physico — chemical property signal peptide transmembrane struc—
ture subcellular localization secondary structure and higher structure and its evolution relationship with other
species was inferred. The results indicated that ANGPTIA protein of cattle was a kind of hydrophobicity labile
protein locating cellular exterior which contained 12 o — helics 8 B - strands 30 turns and 3 transmem-
brane domains. It might be concluded that ANGPTIA gene of cattle has closeet affinity with that of pig com-
pared with that of human mus rat pan dog and fowl based on the analysis of molecular evolution.
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