AWk E RE % 2012, 35(2): 164—168
Biological Disaster Science, Vol. 35, No. 2, 2012

http://xuebao.jxau.edu.cn
swzhkx@163.com

DOI: 10.3969/j.issn.2095-3704.2012.02.009

MG W PCR Rl BRI 5T

ISt

(fEBHIMYE2=Be A= dn Bl 2B, R {5FH 464000

FEE: LM PO S LU B 2R B-HR A1 R 57 519 fA2/x]5 14T PCR 473, k427541 H A% DNA Jv B ™
AERATIARE SN AR S 1o AZREOR, AT pRadt, WA, RS R, T T AR S e i 02

XTI 5 I Ak AT 2

KHEiR): MG B-operon; PCR
RENES: S436.6 SCRRARAERD: A

XEHmS: 2095—3704 (2012) 02—0164—05

Study on PCR Detection of Citrus Huanglongbing Bacterium

ZHANG Wei
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Abstract: Specific primer pairs fA2/rJ5 based on the -operon of Candidatus Liberobacter asiaticum was

used for PCR detection of citrus Huanglongbing bacterium, The result was depended on whether the target DNA

fragment was existed. This PCR protocol is efficient, convenient and sensitive for early detection of citrus

Huanglongbing bacterium, which was very important for the control of the spread of the disease.
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P . LA ESCIRA R, TEBETR S R TR
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