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Deduction of Resistant Genotype of 211 Rice Varieties
against Magnaporthe oryzae in Jiangxi Province
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(1. Institute of Plant Protection Jiangxi Acedemy of Agricultral Sciences Nanchang 330200 China; 2.
Agricultural Bureau of Yingtan City Jiangxi Province Yingtang 335000 China)

Abstract: Deduction of blast — resistant genes of 211 rice varieties collected from Jiangxi in 2009 was con—
ducted by in vitro inoculation of rice leave segments using 22 rice blast ( Magnaporthe oryzae) differential iso—
lates. 18 resistant genes were deduced in the 211 rice varieties of 18genes the appearance frequencies of 9
genes i.e. Pi—sh Pi—-k" Pi-ta2 Pi-9 Pi-5 Pi—-z Pi-3 Pi—1 Pi-k" were above 5% of
them the Pi — k" was of the highest appearance frequency of 62.09% . those of 9 genes i.e. Pi—ta Pi—k"
Pi-12 Pi-z Pi-b Pi-7 Pi-20 Pi-11 Pi-2z were below 5%. Six genes i.e. Pi—a Pi—k Pi

-k Pi—-19 Pi-i Pi-t were not detected in the tested varieties. The results provide a basis for choosing
new blast — resistant varieties and their rational distribution.
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Tab.1 Reaction pattern of 24 resistance genes to 22 isolates of M. orgzae

Reaction of blast strain to different genes
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Tab.2 Classification of blast resistance genotype of rice varieties
Type Rice varieties Deduced genotype
1 623.95A/916 Pi-1.Pi-k'
I 1 . 1s/
2 T 463, 16+ 039 Pi - sh\Pi - k"
3 1706, 1 Pi—-b.Pi -sh
4 1402. 166, 974. 68. 99.T 535 Pi k"
136+ 527.y | N 207, 644
432, 1600.T 968, 601. 77 305
T 111, 70A/873. 823.T 259.T 180, 25
023.11 1308.ek 4 . 402,11 3301. 28
30 . 2 . 1 \ZA/RI05. 6
644 .11 7599, 2596 RN 0403 996
37. 71.9771S/ 3 . 1S/R619. S-1/RDI.T 898
317, 606 156+ 36. 32, 136
758+ 1313, 563. 3
2 280. Is36. I1 . 39. 8106.e 8116
578+ 1651, 0l. e 8127, A/R71
A/R7186+ 66 . 227
5 402, 9576 104+ A/R66 Pi - k"
6 001 \99 155 Pi-5.Pi - k"
7 [ A/R7302 —1.H959A /R8086- 308. 02 Pi— k' \Pi —1a2
005+ 4024 156+ 2008
8 299.99A/R7186.99A /700339 A /402 Pi—k'.Pi-9
9 46. 82, 6135, 70A/R3929. 3327 Pi-9
458 T774.393s/ 116+ A/700339. 481
10 006+ 819. 644.G4 916 Pi— k" \Pi—1a2.Pi -9
11 615.T 15, 105. 30 . 463 Pi-5
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Tab.2 Classification of blast resistance genotype of rice varieties

13 I 107.T 297, 402 Pi-z
14 1458, 2067 2138 Pi— k" Pi - k" Pi - ta2
189, 20+ 3
15 4 . 3801 106 Pi—-1.Pi-k"Pi- k'
16 418, 156 206 418
16 29.¢ 2 . 733.393s/ 116 Pi—z.Pi - k"
17 I 838, 191, 66 II 1 Pi = sh\Pi =20.Pi —=5.Pi - k" \Pi - ta2
18 3. 463. 436. 156 Pi-k"Pi-k"
19 816 99, 364 Pi-7.Pi-3
20 T 5128 Pi—12.Pi —sh Pi —11.Pi -9
21 259 . 1512 Pi—zPi = k" \Pi —ta2.Pi -9
22 008.1 838. 1. 611. S 53 Pi —ta Pi -5.Pi -9
23 9 . A /2900 116 125 Pi-3
24 203 Pi—shPi-5.Pi -9
25 563. 35.03 998, 321 Pi-2Pi-k
26 416. 9959 Pi—k \Pi-3.Pi-k"Pi - k" .Pi - ta2
27 317 Pi—ta\Pi -2 \Pi-5.Pi = k" \Pi = k" \Pi — ta2
28 213, T A/R7302 -2, 916. 11 416 Pi —sh
0293 . 208 11 1733, 207 968
3. 736 1506+ 711,11 819
i . 992, . 09+ 7
145, 711 T711, 136. 3382
H750S/H676 2045, 313, 916. 623
3. 142 313. 301
29 224, T A/R2058. A /700155 Pi-20.Pi -3
30 Il 86 706+ 898 Pi -z \Pi—sh.Pi - k'
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18 1~131 ( 3).
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Tab.3 The appearance times and frequency of the resistance gene
/1% /1%

Gene Times Frequency Gene Times Frequency

Pi-1a 6 2.84 Pi-z 13 6.16

Pi-k 2 0.95 Pi-2 9 4.27

Pi-12 1 0. 47 Pi-3 12 5. 69

Pi-b 2 0.95 Pi-1 11 5.21

Pi—sh 44 20. 85 Pi-5 18 8.53

pPi-1 3 1.42 Pi—k" 34 16. 11

Pi -20 7 3.32 Pi -k 131 62. 09

Pi-11 1 0.47 Pi —ta2 31 14. 69

Pi-Z 3 1.42 Pi-9 27 12. 80
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