2012 34(2):276 —281 http: / /xuebao. jxau. edu. cn

Acta Agriculturae Universitatis Jiangxiensis E — mail: ndxb7775@ sina. com
12 2 2 2 2 2 1%
(1. 330045; 2. /
201403)
N N o mtDNA COI
o 10 B N
Q B Q . 45
31 Q 68.9% 14 B 31.1%. Q (Q
87.0%) . 0 . B
1$433.3 TA 11000 -2286(2012) 02 - 0276 - 06

The Identification of Biotypes of Bemisia tabaci in Shanghai Area

SHI Ping=iang' > WANG Dong-sheng” TENG Haiyuan® ZHANG Qiaodi’
ZHANG Tianshu® YUAN Yong-da®> WANG Jian-guo'

(1. College of Agronomy Jiangxi Agricultural University Nanchang 330045 China;2. Shanghai Key La—
boratory of Protected Horticultural Technology Institute of Eco-environment and Plant Protection SAAS
Shanghai 201403  China)

Abstract: The Bemisia tabaci ( Gennadius) species complex is one of the most devastating agricultural
pests in the world which is composed of numerous biotypes. These biotypes show different biological traits
with respect to host range virus — transmission capabilities and insecticide resistance. In this study the 45 Be—
misia tabaci populations from 10 different regions of Shanghai were collected and analyzed based on the gene
sequence of Mitochondrial cytochrome oxidase I ( mtDNA COI) . The results show that the populations from
Jiading Jinshan and Xuhui districts were only Q biotype and only B biotypes was found in Minhang district
but B and Q biotypes co — exist in other districts. Moreover among the total 45 populations of Bemisia tabaci i—
dentified in this study 31 populations were Q biotype 68.9% proportion and B biotype 31. 1% respectively.
In addition most populations collected from greenhouse were Q biotype( 87.0%) . The results indicated that Q
biotype spreads widely in Shanghai area and may replace the B biotype as a major crop pest in Shanghai area.
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Tab.1 Samples of Bemisia tabaci used in this study and consequence of identification

-

Sampling locations Sample code Host plant Collection date Biotypes
Baoshan District BS - BC 2011 =07 Q
BS-TJ 2011 -07 Q
BS - QZ 2011 -07 Q
BS - DG 2011 -07 B
BS-JD 2011 -07 B
BS - XHL 2011 -07 B
Chongming County CM -LS 2010 - 11 Q
CM - JH 2010 - 11 Q
CM - FQ 2010 - 11 B
CM - NG 2010 - 11 Q
CM -KJC 2010 - 11 Q
Jiading District JD-TJ 2010 - 11 Q
JD -HYC 2010 - 11 B
JD - XRK 2010 - 11 Q
Jinshan District JS-FQ 2011 =07 Q
JS -HG 2011 -07 Q
JS-TJ 2011 -07 Q
JS-QZ-D 2011 -07 Q
JS-QZ-L 2011 -07 Q
JS - XHL 2011 -07 Q
Qinpu District QP -QZ 2010 - 11 Q
QP-TJ 2010 - 11 Q
QP -LB 2010 - 11 Q
QP -GL 2010 - 11 Q
Pudong new district PD - NG 2010 - 11 Q
PD - MH 2010 - 11 Q
PG - DG 2010 - 11 Q
PD -HYC 2010 - 11 B
PD - GL 2010 - 11 B
Fengxian District FX -HG 2011 -06 Q
FX -FQ 2011 -07 Q
FX —TJ - 11 2011 -07 0
FX -QZ 2011 -07 Q
FX-TJ-10 2010 - 11 Q
FX - YPH 2010 - 11 Q
FX -GS 2010 - 08 Q
FX -GL 2010 -08 B
Songjiang District SJ-TJ 2010 - 11 Q
SJ] -HYC 2010 - 11 B
SJ] - GL 2010 - 11 B
SJ - XRK 2010 - 11 B
Minhang District MH - HYC 2010 - 10 B
MH - QZ 2011 - 06 B
MH - XG 2011 - 06 B
Xuhui District XH - XRK 2010 - 09 Q
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Tab.2 The mtDNA - COI sequences of different population of Bemisia tabaci from GeneBank
Geographical location Access No. Biotype Acronym
USA HQ198702 B B — USA - HQ198702
Isreal EU760719 B B - Israel - EU760719
India HQ268814 B B — Inida - HQ268814
Hubei China EU376994 B B - HuB - EU376994
USA H(Q198802 Q B - USA - HQ198802
Morocco EU760747 Q Q — Morocco — EU760747
Japan AB204579 Q Q - Japan — AB204579
Henan China HM802268 Q Q - HuN — HM802268
Zhejiang China AJ867556 NB NB —ZhJ — AJ867556
Guangdong China AY686083 NB NB - GD - AY686083
Jiangsu China AY686088 NB NB - JS — AY686088
MEGA4.0 Kimura2 — paramter
( 3) 30%
- SH-1 Q NB 5.4%
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Q 100% B NB o SH -3
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Tab.3 Volutionary divergence of different Bemisia tabaci population base on mtDNACOI Sequences
1 2 3 4 5 6 7 8 9 10 11 12 13 14 15
1.SH -1
2. B - USA - HQ198702 0.000
3.B - Israel —EU760719  0.000 0.000
4.B - Inida - HQ268814  0.000 0.000 0.000
5. B - HuB - EU376994 0.000 0.000 0.000 0.000
6.SH -2 0.054 0.054 0.054 0.054 0.054
7.SH -3 0.054 0.054 0.054 0.054 0.054 0.001
8.Q - USA —HQ198802  0.054 0.054 0.054 0.054 0.054 0.000 0.001
9. Q — Morocco — EU760747 0.054 0.054 0.054 0.054 0.054 0.000 0.001 0.000
10. Q — Japan — AB204579  0.054 0.054 0.054 0.054 0.054 0.000 0.001 0.000 0.000
11.Q - HuN - HM802268  0.054 0.054 0.054 0.054 0.054 0.000 0.001 0.000 0.000 0.000
12. NB - ZhJ - AJ867556  0.180 0.180 0.180 0.180 0.180 0.188 0.188 0.188 0.188 0.1838 0.188
13.NB -GD - AY686083 0.161 0.161 0.161 0.161 0.161 0.181 0.181 0.181 0.181 0.181 0.181 0.054
14.NB - JS - AY686088 0.127 0.127 0.127 0.127 0.127 0.148 0.148 0.148 0.148 0.148 0.148 0.082 0.049
15. TV - AF418672 0.322 0.322 0.322 0.322 0.322 0.30 0.307 0.307 0.307 0.307 0.307 0.362 0.377 0.342
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