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Isolation of Polymorphic Microsatellite Loci
and Genetic Diversity Analysis of Takifugu obscurus
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Abstract: To investigate the genetic diversity of Takifugu obscurus in Yangtze River 16 microsatellite loci
of Takifugu rubripes were analyzed for Takifugu obscurus. It was found that 6 loci failed to be amplified and 10
loci ( about 62.5% ) were amplified with specific products successfully and a total of 51 alleles were detected
in the 10 polymorphic microsatellite loci. The allele numbers for each primer ranged from 2 to 10 and a mean
of 5.1 alleles were found for each locus. The average observed heterozygosity ( Ho) average expected het—
erozygosity ( He)  polymorphism information content ( PIC) of 30 individuals were 0. 820 0 0.692 8 and 0.
630 0 respectively. Eight of which were of high polymorphic ( PIC >0. 5) while two of which were of middle
polymorphic (0.25 < PIC <0.5) . These results indicates that the population of Takifugu Obscurus in Yangtze

River is of high genetic diversity and reasonable population structure.
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Tab.1 Ten SSR primers available to PCR amplification in Takifugu obscurus

(5°-39) /C /bp
Locus primer sequences(5” —37) Annealing temperature Product size
F0001 ACCCAATCTCACCTCCTG AACCCAAAGTTTGACCCT 58 217 ~261
F0002 AAACACCAAAGAAAGCCACT ATTACCGCACTCCCTACC 56 130 ~ 181
F0003 CCTTGCCCTGTCCTTTAC AGCCACCTACATCCTTCAC 56 201 ~260
F0005 TCTCCCTTACACCAAACG TTCCCACTGCTGAAGACC 54 220 ~238
F0006 TTTCCATCGTGGCTTTGT CGTTGCTCATTTCCTGCT 55 200 ~242
F0012 GAAGGGCTGGCAGAACAC CCCGCTTAGAATCCTGTT 58 123 ~ 180
F0013 CACTCGGCATAGCAGACC TATCAGGCACCGCAAGAA 56 162 ~242
F0015 CCCGCCTGTGGTTTGTTC TGTGGGTATGATGTGATGC 56 231 ~236
F0019 CCATCTAACTGCGGGTAA TGAGACTCTGCCTTCGTG 52 115 ~ 150
F0020 ACAATGAGGCGTGGAAGT GTGAATGGATGTGGAGCA 56 135 ~ 160
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Fig. 1 The electrophoresis pattern amplified by primer FO002
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Fig.2 The electrophoresis pattern amplified by primer FO005
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51 5.1 3.6. F0012
(10 ) F0015  F0020 (2 ).
10 0.566 7 ~1.000 0 0.413 0 ~0.841 8
0.323 6 ~0.805 2 0.820 0 0.692 8 0.627 6.
10 8 (PIC >0.5) 2 (0.25 <PIC <0.5) ,
2

Tab.2 Summary of statistics for Takifugu obscurus population with microsatellite analysis

Locus A Ne Ho He PIC
FO001 6 4.699 7 0.866 7 0.800 6 0.757 2
F0002 6 4.205 6 0.966 7 0.775 1 0.726 6
FO003 4 3.290 7 0.800 0 0.707 9 0.648 3
FO005 4 2.6277 0.6333 0.629 9 0.547 4
FO006 4 3.0151 0.866 7 0.679 7 0.617 5
FO012 10 4.9315 0.800 0 0.8107 0.769 3
F0013 8 5.806 5 0.800 0 0.8418 0.805 2
FOO015 2 2.000 0 1.000 0 0.508 5 0.3750
FO019 5 3.9735 0.900 0 0.761 0 0.705 7
F0020 2 1.683 8 0.566 7 0.413 0 0.323 6
Means 5.1 3.623 4 0.8200 0.692 8 0.627 6
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