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Cloning Sequence Analysis and Heterogenous Expression of the
Genes Involved in Acetoin Pathway from Serratia marcescens H,,
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Abstract: The aceA and aceB genes coding for a — acetolactate decarboxylase (o — ALDC) and o — ace—
tolactate synthase ( o« — ALS) in the acetoin biosynthetic pathway from Serratia marcescens were identified and
amplified through sequence alignment and Polymerase Chain Reaction ( PCR) . The sequencing results showed
that the ORF lengths of aceA and aceB genes were 780 bp and 1 686 bp and encoded proteins of 259 and 561
residues respectively. Furthermore their molecular weights and isoelectric points of 28.96 kD and 5.48 60.70 kD
and 5. 88 were predicted which were acidic proteins judging from the calculated pl values. Then both genes
were ligated with the expression plasmid of pET28a( +) and transformed into E. coli BL,,( DE;) for their in—
duced expression with IPTG. SDS — PAGE analysis revealed that there were two clear induced protein bands
with molecular weights of about 29 kD and 60 kD on expected position. These results indicated that both genes
of aceA and aceB were efficiently expressed in E. coli BL21( DE3) .
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