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Analysis of Gene Expression Profile in Response
to Low Boron Stress in Arabidopsis thaliana

XU Fang-sen ZENG Chang-ying PENG Li-shun SHI Lei

( National Key Laboratory of Crop Genetic Improvement and Microelement Research Centre Huazhong

Agricultural University Wuhan 430070 China)

Abstract: Boron ( B) is an essential microelement for the growth and development of higher plants which
performs many important physiological and biochemical functions. In the present study using Arabidopsis B —
efficient genotype as research material the gene expression profile of Arabidopsis responding to low B stress
was analyzed with Arabidopsis Affymatrix ATH1 2. 2K genechip at two independent experiments of short — term
B — deficient stress and long — term low — B stress respectively. According to the gene functions annotated in
GenBank and other related database the differentially expressed genes indentified were classified into ten
sorts and then one putative metabolic pathway of Arabidopsis responding to low B stress was speculated. This
is the first time to study the gene expression changes of Arabidopsis in response to low B stress at whole genome
level and construct gene expression profile and metabolic pathway which will provide the basis for us to un—
derstand molecular mechanisms of B involving physiological and biochemical functions in plants and develop
relative study.
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