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Classification and Identification of a
Micromonospora purpurea Strain Which Produces Gentamicin B

WANG Fei GAO Hui TU Guo-quan’

( College of Bioscience and Engineering Jiangxi Agricultural University Nanchang 330045 China)

Abstract: In this paper to study the classfication of a screened wild rare actinomycete strain. It was se—
perated by routine isolation methods and identified with morphological features cultural physiological and bio—
chemical characteristics and molecular biological methods etc. It was fermented in shaking flask. Afterwards
the proportion of components in supernatant liquor of the fermentation fluid and maceration extract of mycelia
were tested by HPLC respectively. lts colony was light yellow or brownish. It produced red pigment. Aerial
mycelium was undeveloped. Substrate mycelium diameter was 0.4 —0.8 m by average. It produced single
spore and its physiological and biochemical features were similar to those of Micromonospora purpurea strain.
16S rDNA sequencing was similar to Micromonsopora sp. ( EU214948) with the similarity of 97% . And it was
mostly similar to M. purpurea( X92595) . Supernatant liquor of fermentation broth from strain Micromonsopora
purpurea 227 contained Gentamicin B Micronomicin and Gentamicin. This Actinomycetes strain was Microm—
onospora purpurea which could produce Gentamicin B Micronomicin and Gentamicin.
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CGAGCCGCGAACGGGTGAGTAACACGTGAGCAACCTTCCCCAGGCTTTGGGATAACC
CCGGGAAACCGGGCTAATACCGAATATGACCTTGCACCGCATGGTGTTTGGTGGAAAG
TTTTTCGGCTTGGGATGGGCTCGCGCCCTATCAGCTTGTTGGTGGGGTGATGGCCTACC

AAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGAC
ACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGC
CTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGC
AGGGACGAAGCGTAAGTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCA
GCAGCCGCGGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGC

TCGTAGGCAGCTTGTCGCGTCGACTGTGAAAACCCGCAGCTCAACTGCGGGCCTGCA
GTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTG
AAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATAC
TGACGCTGAGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCAC

GCTGTAAACGTTGGGCGCTAGGTGTGGGGGGCCTCTCCGGTTCCCTGTGCCGCAGCTA
ACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATT
GACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAA
CCTTACCTGGGTTTGACATGGCCGCAAAACTGTCAGAGATGGCAGGTCCTTCGGGGGC

GGTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCC
CGCAACGAGCGCAACCCTCGTTCGATGTTGCCAGCGCGTTATGGCGGGGACTCATCGA
AGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTT
ATGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACAATGGGCTGCGATACCGTGAG

GTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCC
CGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCC

GGGCCTTGTACACACCGCCCGTCAGGTCACGAAAGTCGGCAACACCCGAAGCCGGTG
GCCCAACCCTTGTGGAGGGAGCCGTCGAAGG

M. purpurea(X92595)

Micromonsopora sp. (DQ419520)

Actonomycetes 227
Micromonsopora sp. (EU214948)

97| Micromonsopora psammotica strain (EU196563)
Micromonsopora sp. (EU531462)

0.000 5

Numbers in parentheses represent the sequences accession number in GenBank. The number at each branch points is the
percentage supported by bootstrap. Bar. 3% sequence divergence.
6 227
Fig.6  Phylogenetic tree based on 16S rDNA sequences of Actonomycetes 227
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