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Abstract: Plant pathogenic bacteria of the genus Xanthomonas infect a wide range of host plants and are
responsible for important crop plant diseases worldwide. Infection and multiplication of bacterial in the host tissue
often rely on the virulence factors secreted including polysaccharides, LPS, adhesins, and type III secretion
system. The coordinated expression of bacterial virulence factors is orchestrated by quorum-sensing pathways,
multiple two-component systems and transcriptional regulators such as Clp, Zur, FhrR, HrpX and HpaR. In
addition, virulence gene expression is post-transcriptionally controlled by the RNA-binding protein RsmA. In this
review, we summarize the current advantages on regulatory networks which control secreted virulence factors
from Xanthomonas species.
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