MR E R 2 2012, 35(4): 347-351
Biological Disaster Science, Vol. 35, No. 4, 2012

http://xuebao.jxau.edu.cn
swzhkx@163.com

DOI: 10.3969/j.issn.2095-3704.2012.04.001

PTD-Cry3Aa [RIZBE RIEF=H%t
HEDZFREEPR

ERiE A, Xipet”
G RAARARRE S (T IUIT RARAFYBE A LTS, T T 510640)

WE: NI TAT PTD X5 = S AT B H A OE N Cryda 5 BA D FER, AREAE S T #a LN 147
PTD-Cry34a Kt BEZRIE WA b, DUH SN G AN R E T iz ik 7)) PTD-Cry3da 5 Cry3da
RS . SEREN], FRIFF RN Cry34 M PTD-Cry3da ARG 0 H /NG F s M gl i A % i
PE, HRIUH @ 8 R, 6 RS A0 2.01 £, X4t s e S i s, TR E) 3.19 fiF. X
WFFES BT H NG AR L S R S R A 4R SR .

KR Cry3da; EAFFEHEPTD); HENZH

hESHES: S$435.3157.1 XERRESRD: A

XE%mS: 2095-3704 (2012) 04-0347-05

A Study on the Activity of the Prokaryotic Expression Products of
PTD-Cry3Aa Fusion Gene to Sweet Potato Weevil, Cylas formicarius

QIU Dao-shou, LIU Xiao-jin*

(Key Laboratory of Crops Genetics and Improvement of Guangdong Province, Crops Research Institute,

Guangdong Academy of Agricultural Sciences, Guangzhou 510640, China)

Abstract: In order to study the synergism of the TAT PTD (the protein transduction domain in HIV-1

transactivator of transcription protein) to the Cry34a from Bacillus thuringiensis, the fusion gene PTD-Cry3A4a

and gene Cry34a were expressed in E. coli. cells. The toxicity of prokaryotic expression products from

PTD-Cry34a and Cry3A4a was tested in sweet potato weevil, Cylas formicarius. The bioassay results showed that

the primary extracts of PTD-Cry34a and Cry3Aa inclusion bodies exhibited activities against the adults and larvae

of sweet potato weevil. The results also indicated there was a synergism of PTD to Cry34a both on the adults and

the larvae. The synergistic rates were 2.01 folds for the adults while 3.19 folds for the larvae. The study results

would play an important role in biological control and transgenic sweet potato against sweet potato weevil.
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