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An Analysis of Correlation between the Polymorphism of Myf5
and Production Traits in Songliao Goose

WU Junbo' PIAO Hai=xian' JIN Yi'" Li Zhen-yuan' > JIN Hai-guo’

( 1. Agriculture College of Yanbian University Yanji 133002 China; 2. Animal Science Part of Jilin
Province Academy of Agricultural Scienceb Gongzhuling 136100 China)

Abstract: The population genetic information about genetic distribution variation and heterozygosity of
Myf5 in three breeds was analyzed unsing PCR-SSCP. And the genetic effects of Myf5 gene on fiber density
and partial carcass traits were investigated. The results showed as follows: first of all the amplified fragment
possessed polymorphism including AA  AB and BB three genotypes. Allele A held absolutely dominance in
three different species of goose. Secondly the single base was changed on 1344st spot of exon 1 of My/5 gene
( A—G) and on 1410th spot of exon 1 of Myf5 gene( G—C) . The results of significance test showed that liv—
ing weight carcass weight half-eviscerated weight whole — eviscerated weight leg muscle weight wings
weight and dressing percentage were significantly different in different genotypes and other parts showed little or
no difference.
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v Fig.1 The gel electrophoresis photograph of the Myf5 gene PCR products
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Fig.3 Sequence analysis on the isolated genotype of Myf5 gene
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Tab.1 Genotype and allele frequencies of Myf5 gene in different breeds
Genotype frequency Allele frequency ,
AA BB AB A B X
0.789( n =30) 0.132( n=5) 0.079( n =3) 0.829 0.171 19.787
X Hardy-Weinberg .
X_ distribution of different genotypes for the Hardy-Weinberg equilibrium test values.
2.5
AA N
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Tab.2 Effect of different genotypes of MyfS gene on production traits Songliao goose genotype and slaughter traits

Traits AA  (n=30) AB  (n=3) BB (n=5)
/g 4 506.67 £65.08a 4273.33 £205.78 4 076.00 +159.40b
/g 3 749.37 +54.98a 3597.67 +173.86 3.406.00 + 134.67b
/g 3 404.20 £49.29a 3 318.33 £ 155. 88 3087.40 +120.75b
/g 2991.70 +43.17a 2 965.00 = 136.52 743.40 +105. 74b
/g 496.40 +7.94 494.00 +25.09 457.80 £19.44
/g 501.70 £6.93a 503.33 £21.91a 462.00 +16.97b
/g 50.93 £3.14 46.00 £9.93 46.40 +7.69
/g 445.33 £8.87a 421.00 £28.04 397.00 +21.72b
/g 159.67 £2.90 155.33 £9. 18 144.40 £7. 11
/g 129.46 +2.84 117.67 +8.98 116.00 +6.95
/% 83.20 +0.24 84.17 +0.76 83.52 +0.59
1% 75.54 £0.30b 77.73 £0.96a 75.73 £0.74
/% 66.41 +0.33B 69.44 +1.03A 67.25 +0.80
/% 16.66 +0.23 16.66 0. 72 16.65 0. 55
/% 16.81 0. 18 16.97 £0.57 16.80 +0. 44
/% 1.68 0. 11 1.55+0.36 1.66 +0.28
(P <0.05) (P<0.01) .

Different lowercase letters mean significant difference at 0.05 level different uppercase letters mean significant at 0. 01 level.
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