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Correlation Analysis between the Polym orphism
of GH and Carcass Quality in Songliao G oose
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JIN Harguo, LIU Chen' , ZHAO Zhuo

(L Anin al Science Part of Jilin Province A cademy of Agriculural Scences Gongzhuling 136100 Chr
ng 2 College of Agronany Yanbian University Y anji 13300Q China)

Abstract A partof GH gene exon 2 and ntron 2 sequence of Songliao goose was designed accord ng to

GH gene sequence of duck. The polymorphisn of those genes was analyzed by PCR — SSCP. The resulis

showed as folbws first of all the anplified fragnent possessed polymorphisn ncluding AA, AB and BB,

hree genotypes A llele A held absolutely dan nance in three different species of goose Secondl, the sngle
basew as changed on 2301st spot of exon 2 of GH gene( c T), and on 2479th spotof intron 2 0ofGH gene(T
- C). The results of sgnificance test showed that lvng weight carcass weight half— eviscerated weight

whole— eviscerated weight abdam inal fat weight head wekht and dressing percen tage w ere sgnificantly dif
ferent anong different genotypes and others showed no difference
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GH , GH
, Kansaku "
5219 , 216 , 5 4
GH DNA , 651 bp GH
9%
, SNP , )
1
11
38 90 ,
DNA, - 80 C
12
DNA AXYGEN ; MDI8-T
TIANGEN ; DH 5a
13 PCR- SSCP
(Genbank: AB158760) , 2

5 - GGIGTCACTGGAGGGCTAA - 3,

[2-3]

GH
[51

, 9%

GH

Takara ; Tag DNTP

2

5’ - AACIGGACTGGGTGGGAAG - 3,

PCR 25 M1, 10xPCR 2 5 HL, 2 5mmol/LANTP
1 BL, 10 Pmol/L Q5HL,Tag 1 OU, 100 ng/HL DNA 11L,
PCR :95°7C S5min 94 C 305 56 C 30 72°7C 30 30 ,
72°C Smin 10 g/L PCR 98 C 10mn
10min , 8% 180 V 14~ 16 h ,
14
, DNA , MD18-T ,
DH 5a ,37°C , PCR
15
, H ardy— Wenberg
, SPSS12 0 ,
( * ) : Y= B+ marker; + e,
Y ; B ; marker;: ;e
16
1984 “ 7
2
21 GH PCR
PCR 1, 390 bp ) ,

SSCP,
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2 2 SXCP
SSCP , 3
R AA AB BB( 2) 2 000bp
23 1000 bp
AA BB — 750 bp
P—s 500 bp
L 2 301 250 bp
(C T, 2 100 bp
2 479 (T~ C),
2 GH  DNA - M: D2000
24 1 GH PCR
Fig 1 GH gene PCR am plificaton results goose elec tophoresis m ap
, H ady—- W enberg
s AA AB BB3 AA s A
Hardy— W einberg
25
BB BB AA AA AA AB AB AA
» I Tl B E 1 -
3 4
AB | — vt gt
H Yrs b P
AA BB
(P< Q 05),
AB BB 2 GH SSCP
Fig 2 GH gene SSCP analysis of an plified products
(P<QO01); AB

AA BB(P< 0 01);

AB

3 GH

Fiz 3 GH gene sequencing peak chart compares the different genotypess
1 GH

AA BB(P<Q 05),

Tah 1 GH gene Songlho goose genotype and gene frequency

G enotype frequency

Allek frequency
2
AA BB AB A B
0 7632 0078 9 01579 0 8422 0 1578 32259
* X2

Hardy— W emnberg

* 3 distribution of different genotypes Hr the Hardy— W enberg equilbrim test valies
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BB AA AB (P<Q 05), BB
AB BB (P< Q 05), AB
, AB AA BB (P< Q 05), AB
2 GH
Tah 2 GH gene Songliao goose genotype and shughter traits

Trails AA  (n=29) AB  (n=6) BB (n=3)

/g BW 4266 21 %149 85" 4 580 00109 59** 4 026 67%154 98"
/g CW 3547 97x144 2° 3848 83198 09 3326 67138 71°

/g SEW 3235 55%139 40" 3487 17186 62A° 3 071 67 X122 51™

/g EW 2861 21130 35 3 050 50+66 73° 2754 33+94 37°
/g BMW 393 998 30 453 84118 26 396 34%25 82
/g IMW 427 1817 62 479 84t 16 76 424 99123 70
/g AW 55 8612 82° 52 6716 21° 45 67£8 78b
/gWR 430, 38 £15 82 436 5012 79 404 6718 09
/g TH 151 172 05 160 33 4 50° 143 676 36"
/g CR 124 682 18 125. 6714 80 116 33x6 79
M CP 83 14%1 8 84 0413 o 82 5815 5

Po SEP 75 84%1 34 76 19%1. 75 76. 30 1. 06

1% EP 67 11£1 33 66 64X 1. 73 68 3211 04
/% BMP 13 770 16 14 88 %0 35 14 39£0 49
% IMP 14 930 14 15 73%0 32 15 43%0 45

Po AP 1. 92%0 10 L 71%0 23 1. 760 32

(P <0 05), (P< Q 01)

Peer d ifferent lower case letters sign ificant d ifferences bew een valies (P < 0 05),

letters were s gnificantly different (P < 0. 01)
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