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D etectng Pathogen ic Aeramonas hydrophila
n Northeast China by PCR M ethod
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(Heilongjiang River Fisheries Research Institute, Chinese Acadamy of Fishery Sciences, Harbin
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Abstract: 21 Aeranonas hydrophilawere iolated from cultured fish in Northeast China Physiological and
chamical detection suggested that the 21 ilates belonged to Aeranonas hydrophila Based on the published
16S DNA gene sequence and aerolysin gene sequence of Aeranonas hydrophila, the synthetic oligonucleotide
primerswere designed and used o perform PCR amplification of the tvo conservative genes fragnents The re-
aults showed that compared to traditional physological and chamical methods, the detection rate was 90 48%
through PCR method The establisment of PCR method provided supplementary means for traditional meth-
ods, which would contributed © efficient and effective detection of Aeranonas hydrophila M earwhile, this
study isof a great significance for aquaculture animal dissase control and epidaniological investigation in the

Northeast Region
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Tab 1 Information of primers
(5 -3) /bp
Gene smbol Primers sequences (5’ - 3') Lengths of target fragnents
Pl: GAAAGGTTGATGCCTAATACGITA
16S DNA 686
P2: CGTGCTGGCAACAAAGEACAG
P1. AACCGAACTCTCCAT
Aer 301
P2: CGCCTTGTCCTTGTA
133 )
16%, - 20 : , 200 g/L ,
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22
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Tah 2 Reaults of m icro-physiological and biochem ical identif ication
60 g/L
Strains Peroxidase Lysine Arginine Omaline (s pipdueton Sucrose Mannitol  Salicin %0 g/t Nl Citrate
name from glucose pepone water
H-Ahl + + + - + - + + - -
H-Ah2 + + + - + + + + - -
H-Ah3 + + + - + + + + - -
J-Ahl + + - - + + + - - -
J-Ah2 + + + - + + + + - +
J-Ah3 + + + - + + + + - -
L -Ahl + + - - + - + + - +
L -Ah2 + + + - + + + + - -
L -Ah3 + + + - + + + + - +
23 DNA
) DNA
, DNA ( 1 , DNA 300 ngf L
, ) ) PCR
15 16 17 18 19 20 21
2000 bp
1 000 bp
750 bp
500 bp
250 bp
100 bp
M DL 2000; 1-7 J-Ahl-7; 8-14 L-AhlL-7; 15-21 H-Ahl-7
M: DL2000; Lanel-7: J-Ahl-7; Lane8- 14: L - Ahl-7; Lane15- 21: H- Ahl- 7
1 DNA
Fig 1 Genamic DNA extraction of Aeranonas hydrophila ilates
2 4 16S DNA Aer
( 2, 16S DNA Aer PCR
686 bp 301 bp 16S DNA Aer 21
, PCR 90. 48% (19/21) 7

) 6 686 bp ,Aer 6 2
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] J-Ah1-7 L-Ahl-7 H-Ah1-7 BK
™M 2 34 567 8 91011(2131415161718 19 202122 23

, 6 686 bp 2000 bp

1 000 bp
750 bp
500 bp
, 4 250 bp
100 bp

PCR 2000 bp

' 1000 bp
750 bp

500 bp

250 bp

3 100 bp

168 rDNA
686 bp

Aer
301 bp

M: DL 2000; 1 ; 23 ; 2 8 J-Ah-T7;

9 15 L-Ahl-T7; 16 22 H-Ahl-7

) M: DL2000; Lane1: negative contol; Lane 23: the control of BK; Lane2 8:J- Ahl -

7, Lane9 15 L-Ahl-7, Lanel6 22: H-Ahl-7
2 PCR
Fig 2 Yecificity of PCR amplification
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